BIOTECHNOLOGY ^^^1^:7^^ 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientiflc and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 

Source ^fk^JO ^ 

Oate Processed byjSTlC: ///jVZlfD^ 

^ THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308-4221 
Effective 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4>1 PROGRAM , ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http://www.usDto.gov/web/offices/pac/checker/chkr41note.htm 



Applicants subinilling genclic sequence infonnalioii electronically on diskette or CD-Rom should be aware that there 

a possibility thai the disk/CD-Roni may have been affected by treatment given to all incoming mail. 

Please consider using alleniale mctliods of submission for the disk/CD-Rom or replacement disk/CD-Rom 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Tradem^u-k Office, and instead should be sent via Uie following to the indicated addresses: 

1. EPS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> . EPS Submission 
User Manual - ePAVE) 

2 U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3 Hand Carry directly to (EFFECTIVE 12/01/03): 

U.S. Patent and Trademark Office, Box Sequence, Customer Windovy, Lobby, Room 1B03, Crystal Plazii Two, 
20 1 1 Soudi Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, 01: other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room4B03-Mailroom, Crystal Plaza Two, 2011 South Clark PlSice, Arlington, VA 22202 
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RAW SEQUENCE LISTING DATE: 11/03/2003 

PATENT APPLTCATTON: US/10/679 , 670 TIME: 12:07:19 

Input Set : A: \37428A, txt 

Output Sot: N:\CRF4\11032003\J679670.raw 

<110> APPLICANT: Paszty, Christopher 
GdO, Yonqming 

<120:> TITLE OF INVENTION: Cysteine Knot Polypeptides: Cloakod-2 Molecules and Uses 



<130> 
<140> 
<141> 

<1 50> 
<151> 
<1 50> 
<lbl> 
<160> 
<170> 
<21 0> 
<211> 
<:212> 
<213> 
<400> 

tactgg^iaqq 
ctcgtctgcc 
1 1 Cridqaatq 
gagctggaga 
ccctt tgaga 
qt gaccqatg 
tgcggcccgg 
qqgcccqact 
cccggt qgtq 
cgcctcaccc 
ccgcaqaaqq 
ct ggagaacq 
gaacccgcgc 
<210> SEQ 

<2n> 

<212> 
<213> 
<400> 



FILE REFF.RF.NCF: 01017/37428A 
CURRENT APPLICATION NUMBER: US/10/679 , 670 
CURRENT FILING DATE: 2003-10-06 

PRIOR APPLTCATTON NUMBER: U.S 60/208, 550 
PRIOR FILING DATE: 2000-06-01 
PRIOR APPLICATION NUMBER: US 60/223,542 
PRIOR FILING DATE: 2000-08-04 
NUMBER OF SEQ ID NOS : 25 
SOFTWARE: Patent In version 3.0 
SEQ ID NO: 1 
LENGTH: 759 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 



4f 



tqgcgtgccc 
tqctqqtaca 
atgccacgga 
dcaacaaqac 
ccaaagacqt 
ggccgtgccg 
cqcqcctqct 
tccgctgcat 
aggcgccgcg 
qcttccacaa 
gccggaagcc 
cctactagag 
cccacatttc 
ID NO: 2 
LENGTH: 190 
TYPE: PRT 
ORGANISM: 
SEQUENCE: 



tcctctqqct 
cacagcctt c 
aatcatcccc 

cat gaaccqq 
gtccgagt ac 
cagcqccaaq 
gcccaacqcc 
ccccgaccgc 
cgcgcgcaag 
ccagtcqqaq 
q<zq(^ccccqc. 
cccqcccgcq 
tgtcctctgc 



qgtaccatgc 
cqtqtaqtgg 
gagct cqqaq 
qcqqagaacg 
aqctqccqcg 
ccggtcaccg 
atcqgccgcg 
taccgcqcqc 
gtgcgcct gq 
ctcaaqqact 
qcccqqaqcq 
cccct cccca 
qcqtqqttt 



agctcccact 
agggccacjqq 
agtaccccga 
gagggcqqcc 
agctgcact t 
aqctgqtgtg 
gcaagtqqtq 
aqcgcgtgca 
tggcctcgtg 
tcgggaccqa 
ccaaagccaa 
ccggcqqgcg 



ggccctgtgt 
qtqqcaggcg 
gcct ccaccg 
t ccccaccac 
cacccqctac 
ctccggccaq 
qcgacctaqt 
gctgctqtqt 
caagt qcaag 
qqccgctcgg 
ccaqqccqaq 
ccccggccct 



Gin 
1 

Leu 



Gly Trp Gin 



Homo 
2 

Ala Phe 



sapiens 



Lys Asn Asp 



Gly Glu 



Met Asn 



Thr 



Lys 
50 



Arg 

35 

Asp 



Tyr 

20 

Ala 



Pro Glu Pro Pro 



Glu Asn Gly 



Val Ser Glu 



Tyr 
55 



Gly 

40 

Ser 



Pro 

25 

Arq 



Ala 

10 

Glu 



Thr Glu lie Tie 



Leu Glu Asn 



Pro Pro His 



Cys Arg Glu 



Leu 
60 



His 
4 5 
His 



Asn 

30 

Pro 



Pro 

15 

Lys 



Glu 



Thr 



Phe Glu 



Phe Thr Arg 



^"tte Needer 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
759 



filc://C:\CRF4\Outhold\VsrJ679670.htm 



11/3/03 



Page 2 of 8 



RAW SEQUENCE LISTING DATE: U/03/2003 

PATENT APPLICATION: US/10/679,670 'MME: 12:07:19 

Input Sez : A:\37428A.txt 

Output Set: N:\CRF4\11032003\J679670.raw 



7 6 


Tyr 


Val 


Trir 


Asp 


G.ly 


Pro 


1 Cys 


Arq Ser 


Ala 


I.ys 


Pro 


Va.i 


Thr 


Gl u 


I.ou 




77 


65 










70 










7!) 










80 




7 9 


Vci: 


Cyy 


Ser 


Gly 


Gin 


Cys 


Gly 


Pro A 


la 


Arg 


I.ei] 


I.ou 


V L O 


Asn 


A La 


He 




80 










Bb 










90 










9b 






82 


C\y 


Arg 


Giy 


I.ys 


Trp 


Trp 


1 Arq 


Pro Ser 


Gly 


Pro 


Asp 


Pho 


Arq 


Cvs 


Tie 




8 3 








100 










Ob 










1 1 0 








8!) 


Pro 


Asp 


Arq 


Tyr 


Arg 


Ala 


Gin 


Arg Val 


Gin 


Leu 


Lou 


- 7 ^ 


Pro 


Gl V 


Glv 




8 6 






lib 










120 










12b 










88 


Glu 


Ala 


Pro 


Arg 


Ala 


Arg 


I.ys 


Val Arq 


Leu 


Val 


Ala 


Sor 


Cys 


Lys 


Cys 




8 9 




1 30 










1 3b 










140 












91 


T.y.s 


Arq 


T.eu 


Thr 


Arq 


Phe 


His 


Asn G 


1 n 


Sor 


Glu 


Lou 


I.ys 


Asp 


Phe 


Gly 




92 


14 b 










IbO 










Ibb 










] 60 




94 




oiu 


Ala 


Ala 


Arg 


Pro 


' Gin 


I.ys Gly 


Arq 


Lys 


Pro 


Arq 


Pro 


Arq 


Ala 




9 b 










165 










170 










175 






97 


Arg 


Sor 


AJa 


T,ys 


Ala 


Asn 


Gin 


Ala G 


lu 


Lou 


Glu 


Asn 


Ala 


Tyr 








98 








180 








18b 










190 








101 


<210> SF.Q lU NO 


■: 3 


























102 


<211> TJ-Nf.TH: 636 


























103 


<2j 


2> TYPE: 


DNA 


























1 04 


<?: 


3> ORGANISM: 


Mus 


musculus 




















106 


<400> SEQUENCE: 


3 


























1 08 


atqcaqccct 


cactagcccc 


gtgcctcat.c 


tgcctact tg 


t qcacqct qc 


ct tctqtqct 


60 


1 1 0 


gf ggacjqgcc 


aqqgqtqqca 


aqcctt caqq 


aatga tgcca 


cag 


aggt 


cat 


cccagqqct t 


120 


112 


qqaqagtacc 


ccgagcctcc 


tcctgagaac 


aaccaqacca 


t gaaccqqqc 


qqagaatgga 


1 80 


1 }A 


qqcaqacctc 


cccaccatcc 


ctatgacgcc 


aaagatgtgt 


ccgaqL acaq 


ct qccqcqaq 


240 


116 


ctg 


cactaca 


cccgcttcct 


qacaqacqqc 


ccatqccqca 


qcgccaaqcc 


ggtcaccgag 


300 


118 


ttqgtgtgct 


ccggccagtg 


cggccccgcg 


cqqct qct qc 


ccaacqccat 


cqqqcgcgtq 


360 


120 


aaql qc^l qqc 


qcccqaacqg 


accggatttc 


cgctgcatcc 


cggatcgcta 


ccqcqcqcaq 


420 


122 


cgggr.gcagc 


tgctgtgccc 


cgggggcqcq 


qcqccqcqct 


cqcqcaaqqt 


gcgtctggtg 


480 


124 


qcctcqtqca 


agtgcaagcg 


cctcacr.cqc 


1 1 ccacaacc 


aqt cqqacjct 


caaqqacttc 


540 


126 


gggccggaga 


ccqcqcqqcc 


qcaqaaqqqt 


cqcaaqccgc 


ggcccggcgc 


ccggggagcc 


600 


128 


aaagccaacc 


aggcggagct 


ggagaacqcc 


tactaq 














636 


131 


<210> SEQ ID NO 


: 4 


























132 


<211> T,ENGTH: 185 


























133 


<212> TYPE: 


PRT 




























1 3A 


<21 


3> ORGANISM: 


Mus 


muscul us 




















136 


<4 00> SEQUENCE: 


4 


























138 


Gin 


Gly 


Trp 


Gin 


Ala 


Phe Arq 


Asn Asp 


Ala 


Thr 


Glu 


Val 


He 


Pro 


Gly 
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1 








5 










10 










lb 
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Glu Pro 


Pro 


Pro 


Glu 
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Asn 


Gin 


Thr 


Met 


Asn 




142 








20 








25 










30 








144 


Aig 


Ala 


Glu 


Asn 


Gly Gly Arg 


Pro : 


Pro 


His 


His 


Pro 


Tyr 


Asp 


Ala 


Lys 




14 b 






35 










40 










4b 










147 


Asp 


Val 


Sor 


Glu 


Tyr 


Ser Cys 


Arq Glu 


Leu 


His 


Tyr 


Thr 


Arq 


Phe 


Leu 




148 




bO 










bb 










60 












IbO 


Thi 


Asp 


Gly 


Pro 


Cys 


Arg Ser 


Ala J 


Lys 


Pro 


Val 


Thr 


Glu 


Lou 


Val 


Cys 




Ibl 


6b 










70 










7 b 










80 




lb3 


Ser 


GJy 


Gin 


Cys 


Gly 


Pro Ala 


Arg Leu 


Leu 


Pro 


Asn 


Ala 


He 


Gly Arq 




lb4 










85 










90 










95 
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1 [)t 


Vr. 1 


Lys Trp 


Trp 


Arq 


Pro 


As n 


G ■ V 


Pro 


Asp 


Pho 


Arq 


Cys 


Ho 


Pro 


Asp 


1 [') 1 






100 










105 










110 






1 5 9 


Arq 


Tyr Arq 


Ala 


Gin 


Arq 


Va L 


G ■ n 


Lc u 


Leu 


Cys 


P I o 


Gly 


Gly 


Ala 


Ala 


1 60 
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1 /!j 








"! 62 
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Aiq Sor 
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Val 
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J ly 
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1 65 
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1 66 
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Gin Ala 
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17 2 






180 










1 8 b 
















1 "/ h 


<210> SEQ ID NO: 


; b 
























J. / \j 


<211 


.> LENGTH 


I: 213 
























111 


<212> TYFL: 


PKT 


























1 78 


<213> ORGAN! 


SM: 


Homo sapiens 




















180 


<40C> SEQUENCE: 


5 
























182 


Met 


Gin Leu 


Pro 


Leu 


Ala 


Leu 




Leu 


Va 1 




IjO \i 


Lou 


Va 1 


His 


Thr 


1 83 


:i 






b 
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15 




ft S 


Ala 


Phe Arq 


Val 


Val 


Glu 
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O J. 1 i 


^ J y 


T rn 
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Phe 
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X 8 6 






20 










2 b 










30 






.1. o o 
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Thr Glu 


He 


He 


Pro 
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J-i <w LI 


\j ± y 


O X Li 


'V \7 r* 


P r n 


Glu 


Pro 


Pro 


Pro 


189 




35 










4 0 










4 b 








19] 


G.lu 


Lou Glu 


Asn 


Asn 


Lys 


Thr 


Mot. 


Asn 


Arq 


Ala 


Glu 


Asn 


Gly Gly 


Arq 


1 92 




50 








55 










60 












Fro 


Pro His 


His 


Pro 


Phe 


GJu 


Thr 


iiyo 


Asp 


Va 1 


Sor 


G.i u 


Tyr 
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Cys 


1 9 b 


6 b 








70 










7 5 










80 


1 97 


Arq 


Glu Leu 


His 


Phe 


Thr 


Arq 


T v r 


Val 


Thr 
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Gl y 
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Cys 


Arq 


Ser 


198 








8b 










90 










95 




20 0 


Ala 


Lys Pro 


Val 


Thr 


Glu 


Leu 


Val 


<.,y .J 


Ser 


Gly 


Gin 


Cys 


Gly 


Pro 


Ala 


201 






100 










105 










110 






203 


Arq 


Leu Tjeu 


Pro 


Asn 


Ala 


He 


G 1 y 


Arq 


Gly 


ijy 


Trn 


Trp Arq 


Pro 


Ser 


204 




115 










120 










125 








206 


Gly 


Pro Asp 


Phe 


Arg 


Cys 


Tie 


Pro 


Asp 


Arq 


Tvr 

i y J. 


Arq 


Ala 


Gin 


Arq 


Val 


207 




130 








13b 










14 0 










209 


Gin 


Leu Leu 


Cys 


Pro 


Gly 


Gly 


Glu 


Ala 


Pro 


Arq 


Ala 


Arq 


Lys 


Val 


Arq 


210 


145 








150 










Ibb 










160 


212 


Leu 


Val Ala 


Ser 


Cys 


Lys 


Cys 


Lys 


Arq 


Leu 


Thr 


Arq 


Phe 


His 


Asn 


Gin 


213 








165 










170 










175 




215 


Ser 


Glu Leu 


Lys 


Asp 


Phe 


Gly 


Thr 


Glu 


Ala 


Ala 


Arq 


Pro 


Gin 


Lys 


Gly 


216 






180 










18b 










190 






218 


Arg 


Lys Pro 


Arq 


Pro 


Arq 


Ala 


Arq 


Ser 


Ala 


Lys 


Ala 


Asn 


Gin 


Ala 


Glu 


219 




195 










200 










205 








22] 


Leu 


Glu Asn 


ALa 


Tyr 
























222 




210 




























225 


<210> SEQ ID NO: 


6 
























226 


<211> LENGTH 


1: 208 
























227 


<2'12> TYPE: 


PRT 


























228 


<213> ORGANISM: 


Mus 


musculus 
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<4 00> SEQUENCE: 


6 
























?.:</ 


Met Gin Pro Ser 


Leu 


Ala 


Pro 


Cys 


Leu 


Ilo 


Cvs 


Lou 


Lou 


Va J 


Ills 


A 1 a 


? 
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5 










10 










1 5) 




2 3:j 


A i fi Pho Cv*i Ala 


Va 1 


G I u 


Gly G i n 


G 1 V 


Tr n 


Gin 


Ala 




A r n 


As n 


Asp 


2 36 


20 










2 b 










30 






2:38 


Ala Thr Glu Val 


lie 


Pro 


Gly 


Lou 


C^ly 


G I u 


Tvr 

I y I 


Pro 


G ; u 


Pi o 


Pio 


Pro 


2 39 


35 








4 C 










4 5 








241 


C 1 "1 Asn Asn Gin 


Thr 


Mel 


Asn 


Arq 


AI a 


Glu 


Asn 


Gly 


Gly 


A r n 
/Aj y 


Pro 


Prn 


242 


50 
















60 










2 4 4 


His His Prfi Tvr 
ii-LO iiJ.o c^i.^ j.yi. 


Asp 


Ala 


j-i y C5 


A c:o 


Va 1 




(t L u 


1 yr 


r 


y o 


A r 
r\x y 


Gl n 


24 5 


6 b 




70 










75 












247 


Lor His Tvr Thr 


Arg 


Phe 


Lou 


Thr 


Asp 


G 1 y 


Pro 


Cvs 


A I (J 


^'ta r 

•JC X 


Al ^^ 
/^x d 


1 \7<< 

x> y o 


248 




85 










90 










I? J 




2 S 0 


Pt) Vh 1 T>i r Gl n 


Leu 


Val 


Cys 


o e 


o J. y 


f4l n 

O ± 1 1 


^ y is 






A 1 n 


A vrt 
/ i 1 y 


J jO U 




1 on 




















1 1 u 






2 

-J J 




1 1 n 
J. J. ^ 


yjj. y 


Arg 


Val 


Lys 


1 rp 


J rp 


A y-n 


r i U 


A o 


\j 1 y 


P r <^ 
rx O 


2 S4 


1 I .J 








120 










1 ^ J 








2 5 6 


Asn Phr» Arn P\/s 


Ilo 


Pro 


Asp 


Arq 


* y r 


A rn 


Al >^ 


kj3 ± I 1 


A r■f^ 


1 


O X J 1 


Le U 


257 


1 30 






135 










14 0 










2 .'") 9 


Leu Cys Pro Gly 


Gly 


Ala 


Aid 


Pro 


Arq 


OCX 


Arg 


Lys 


V <3 X 


i\i y 


Leu 


V;^ 1 

V Ci -J 


260 


145 




150 










1 55 










X u 


262 


Ala Ser Cys Lys 


Cys 


Lys 


Arq 


Leu 


Thr 


Arg 


Pho 


His 


Asn 


Cl n 


Sor 


Glu 


2 63 




1 65 










1 7 D 










1 7 S 




2 65 


Leu Lys Asp Pho 


Gly 


Pro 


Glu 


Thr 


Ala 


A r rr 


Pro 


Gin 


i.yo 


I y 


A r r! 
M I y 


Lys 


266 


180 










185 
















268 


Pro Arg Pro Gly 


Ala 


Lys 


Ala 


Asn 


Gin 


Al A 


Glu 


Leu 


Gin 


A c ri 
/AO i 1 


Al ^ 
/IX d 


i yr 


2 69 


195 








200 










/I U .J 








2 72 


<210> SEQ TO NO: 


7 
























273 


<211> LENGTH: 24 


























274 


<212> TYPE: DNA 


























2 7 5 


<21 3> ORGANISM: 


Artificial 




















277 


<220> FEATURE: 


























278 


<22 3> OTHER INFORMATION: 


; Artificial: 


PGR 


. primor 










280 


<400> SEQUENCE: 


7 
























282 


tactqqaagg tggcgtgccc tcct 




















28b 


<210> SEQ ID NO: 


8 
























286 


<211> LENGTH: 26 
























287 


<212> TYPE: DNA 


























288 


<213> ORGANISM: 


Artificial 




















290 


<220> FEATURE: 


























291 


<223> OTHER INFORMATION: 


Arti f .ic 


;.ial : 


PGR 


primer 










293 


<400> SEQUENCE: 


8 
























29b 


aaaccacgcg cagaggacag aaatgt 




















298 


<210> SEQ ID NO: 


9 
























299 


<211> LENGTH: 29 


























300 


<212> TYPE: DNA 


























301 


<213> ORGANISM: 


Artificial 




















303 


<220> FEATURE: 


























304 


<223> OTHER INFORMATION: 


Artificial : 


PGR 


pr.i mer 
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306 <400> fSF.QUENCF: 9 

3C8 cccaqqggtg gcnagccttc aagaatg^it 29 

311 <210> SEQ iU NO: :i 0 

31 2 <211> LENGTH: 2^ 

313 <212> TYPF: DNA 

314 <213> ORGANISM: Artificial 

316 <220> FEATURE: 

317 <223> OTHER INFORMATION: Artificial: PGR primer 
319 <400> SFQUFNCF: 10 

321 cgatccggga tgcagcggaa gtcg 24 
324 <210> SEQ ID NO: 11 
32f) <211> LENGTH: 27 

326 <212> TYPF: DNA 

327 <213> ORGANISM: Artificial 
32 9 <220> FEATURE: 

330 <223> OTHER INFORMATION: Artificial: PCR primer 
332 <400> SEQUENCE: 11 

334 ccatcclaat acgactcact atagggc 27 

337 <210> SEQ ID NO: 12 

338 <211> LENGTH: 24 

339 <212> TYPF: DNA 

340 <213> ORGANISM: Artificial 

342 <220> FEATURE: 

343 <223> OTHER INFORMATION: Artificial: PCR primer 
345 <400> SEQUENCE: 12 

347 Igtcagqaag cgggtgtagt gcag 24 
3I;0 <210> SFQ ID NO: 13 

351 <211> LENGTH: 23 

352 <212> TYPE: DNA 

353 <213> ORGANISM: Artificial 

355 <220> FEATURE: 

356 <223> OTHER INFORMATION: Artificial: PCR primer 
358 <400> SEQUENCE: 13 

360 actcactata gggctcgagc ggc 23 

363 <210> SEQ ID NO: 14 

364 <211> LENGTH: 25 

365 <212> TYPE: DNA 

366 <213> ORGANISM: Artificial 
368 <220> FEATURE: 

370 <223> OTHER INFORMATION: Artificial: PCR primer 
372 <400> SEQUENCE: 14 

374 ggacacatct ttggcgtcat aggga 25 

377 <210> SFQ ID NO: 15 

378 <211> LENGTH: 21 

379 <212> TYPF: DNA 

380 <213> ORGANISM: Artificial 

382 <220> FEATURE: 

383 <223> OTHER INFORMATION: Artificial: PCR primer 
385 <400> SEQUENCE: 15 
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G 




<400> 



Sequence 



SEQ ID NO 23 
LENGTH: 11 
TYPE: PKY — . 
lORGAN T SM :C ^tif icid T 

EATURE: 
OTHER INFORMATION: : 
SEQUENCE: 2 3 
Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arq Arg 
1 5 10 " 




0 JAA4I\ Jif^L^J^-^^ 



RAW SEQUENCE LISTING ERROR SUMMARY DATh:: 11/03/200 3 

PATENT APl^LICATTON: US/10/679,670 TIME: 12:0^:20 



Input Ser : A:\37428A.txt 

Out pur Set: N:\CRF4\11032003\J679670.raw 



Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Secjuence Rules. Valid response is Artificial Sequence. 



Use of <220> Feature (NEW RULES) : JyVu<l 

Sequence (s) ^are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or"Unknown". Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 , pp. 29631-32) 
(Sec. 1.823 of new Rules) 



Seq#:7, H, 9, 1 0 , 11 , 1 2 , 'l 3 , 1 4 , 1 5 , 1 6, 1 7 , 1 8 , 1 9 , 20 , 2 1 , 22 , 2 ^ 




h;eq#:23 




VERIFICATION SUMMARY 

PATF.NT APPLTCATION: US/10/679,670 



DATF: 1 1 /C3/200.'3 
TTMF: i;^:07:20 



input Sot : A:\37428A.txt 

Out-pul Set: N:\CRF4\11032003\J679670.raw 



L:12 M:270 C: Current- Application Number differs, Roplriced Current Applicntion No 
L:j2 M:271 C: Current b'.iling Date dil'fers, Replaced Current Filing Dale 
L:4l<:) M:220 C: Keyword misspelled or invalid foimal, <213> ORGANISM for SEQ IU#:23 
1,: 487 M:2J)H W: Mandatory feature missing, </.?()> Tag noi found for SEQ#:23, <2A3> 
ORGANISM: Art i ticia 1 Sequence 

LH87 M:258 W: Mandatory Foature missiriq, <223> 'I'aq not found for SFQ#:23, <213> 

ORCANTSM: An i f iclal Sequence 

L:487 M:2hH W: Mandatory Feature missing, <27^> Blank for SEy# : 23, Lineit : 4 87 



file://C:\CRF4\Outhold\ VsrJ679670.htm 
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